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Aims eEF1A binds to HIV-1 genomic RNA
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eEF1A binds directly to 5° UTR of HIV-1 RNA
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eEF1A binds to 5’ UTR of HIV-1 RNA
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Important site for eEF1A binding
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Important site for eEF1A binding

106-224 of 5’UTR
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5’UTR mutations reduce eEF1A-RT association

Stem-loop with TLE
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5’UTR mutations affect HIV-1 RTn
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