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Background Aims
Genotypic antiretroviral resistance testing (GART) To define rates of HIV-1 resistance mutations

« overall rates of prevalent drug resistance
1. SydPath M 9

2. RPA

« transmitted drug resistance (TDR): seroconverters, naive
3. ICPMR 9 (TOR)

- « acquired drug resistance (ADR): treatment experienced
+ Lacks clinical data a 9 (ADR) p

» Ancillary testing
» Coded identifiers
* Repeat testing
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Methods Methods

g

Retrospective statewide analysis 2004-2013
« Viral genotypes from plasma viral RNA — 3 assays used
+ Reformatted, deidentified database
» Sequence analysis: Stanford HIVdb 7.0
* WHO SDRM (surveillance drug resistance mutations) classification
« Prevalence of mutations calculated yearly e =
« Inclusion: Ll
. SirTgIe sequence/ individual per year [ ; l
* Exclusion: , :

« Duplicates within year
+ Integrase resistance mutations
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Results Results
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Results Results
Baseline demographics Age and subtype distribution

Gender, n(%) 5028 (90%)

Age years, (range, SD) 41 (0-90, 11) . “
SydPath, n(%) 3342 (48.43)
RPA, n(%) 2782 (40.31) ‘

ICPMR, n(%) 777 (11.26) — —
. C ! CRFO1_AE

Subtype B, n(%) 5895 (85.42) - ooz M
I3 I NA

Graphs by SITE NAE

Treatment data available, n(%) 922 (13.36)
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Results Results
Rates of SDRM over time SDRM prevalence overall (2009-2013)
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Results Results
Transmitted drug resistance -seroconverters Drug resistance in treatment naive
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Results Results
Drug resistance in treatment naive Drug resistance in treatment experienced
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Results Limitations

Drug resistance in treatment experienced + Retrospective
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Conclusions Future directions

« Decreased overall acquired drug resistance over 5 years « Partnership grant substudy proposal 2015-2020

* Low rates of transmitted drug resistance « Data linkage with HIV notifications database and laboratory

resistance database

* Need for prospective surveillance of SDRM
« Evaluate impact of NSW HIV strategy and treatment guidelines
on drug resistant mutations

Evolution of HIV-1 drug r mutations in UNSW | ¢¢-

Acknowledgements

* Kathy Petoumenos | # STVH: Alex Carrera

* Tony Kelleher * AMR: Phillip Cunningham

* David Cooper * RPA: Hanan Salem, Roger Garsia

* ICPMR: Kiran Thapa, Dominic Dwyer
* Database manager: Ansari Shaik

* Email: apinto@kirby.unsw.edu.au
* Twitter: @DrAngiePinto



mailto:apinto@kirby.unsw.edu.au

